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Problem??

« Want to fit dual axis ICD-0O-3 site/histology codes into the OMOP/
OHDSI CDM.

* Only valid combinations of ICD-O-3 site/histology.

» SEER site/histology validation list provides set of valid combinations for
all malignant tumors and benign primary CNS tumors.
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SEER Site/Histology
Valigation List

e 49 831 site/histology valid combinations. Only

| ] | |
I W fad - e A i B > 5 . - L O S 1 ’. 1! p o ‘- \ el i : e L P
4 b i\l anld P W P O il 3 ) | ) ( N . «\ \ L y D N ) \J 3 P \ ¥ SRR S o LY A al v
s "-“f-"“-"-'-"'i" O i b a0 A e i T [ S IR i 1 Al S S o Rl N 2 o ki i S £ L e i S e S W Tt e A e | 2 S S L o A
: “alat oA ’ . - y o ? £ 2. . : ey g 3 B { S y ey . el




SNOMED

« SNOMED is a multi axis vocabulary. Perfectly organized for what
we want to accomplish. Three axes of interest.

» Body Structure axis: Morphologically abnormal structure
(morphologic abnormality) sub-axis. Which is mapped via a
SNOMED refset to ICD-O-3 morphology codes.
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SNOMED Browser

 http://browser.ihtsdotools.org/?
erspective=full&conceptld1=707/455001&edition=us-
edition&release=v20170301&server=https://prod-browser-
exten.ihtsdotools.org/api/snomed&langRefset=900000000000509007

e hittp://browser.ihtsdotools.org/?
erspective=full&conceptld1=39607008&edition=us-

edition&release= v2017O3O1&server_1tp s://prod-browser-
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http://browser.ihtsdotools.org/?perspective=full&conceptId1=707455001&edition=us-edition&release=v20170301&server=https://prod-browser-exten.ihtsdotools.org/api/snomed&langRefset=900000000000509007
http://browser.ihtsdotools.org/?perspective=full&conceptId1=39607008&edition=us-edition&release=v20170301&server=https://prod-browser-exten.ihtsdotools.org/api/snomed&langRefset=900000000000509007
http://browser.ihtsdotools.org/?perspective=full&conceptId1=39056008&edition=us-edition&release=v20170301&server=https://prod-browser-exten.ihtsdotools.org/api/snomed&langRefset=900000000000509007

AXIS to Axis Mapping

 Mappings in SNOMED are accomplished via ‘refsets’.

» |[CD-0O simple map reference set (foundation metadata concept)
446608001

e Histologies:13 unmapped, 854 mapped to one, 198 mapped to
more than one
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Combination to Precoordinated
Code Mappings

69,824 SNOMED Disease (disorders) have a pre-coordinated
relationship via the 'Finding Site' attribute relationship and an
‘Associated Morphology' attribute relationship.

* Found all the matching combination SEER site/histology pairings
mapped to SNOMED codes to pre-coordinated SNOMED
disorder codes




SNOMED Response

e AXis to axis mapping

o All ICD-0O-3 histologies have been included: one-to-one, many-
to-one. Different granularity. Some synonyms in ICD-0O-3 are

distinct in SNOMED. Some histologies in SNOMED not in ICD-
O-3.

* Not all ICD-0-3 sites are mapped to to SNOMED. 22,826 body
PR AT T s ‘ : ‘.A..‘._'.-f 2| T s e




