The 5™ International Symposium on Data Driven Health and Medicine
and 2019 OHDSI China Annual Symposium
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June 27-29 2019
Shanghai Jiaotong University, Xuhui Campus
Haoran Building, Rm 102, Rm 306
https://ohdsichina.org/2019

Agenda

6/27 Thursday

8:30-9:00 Opening Session (Room 102)

8:30-8:35 Opening Remark
8:35-8:50: Center Review and Outlook
8:50-9:00: Biomedical Data Science Presentation

9:00-10:30 Planetary Session (Room 102)

9:00- Xihong Lin,

9:45am | Member of National Academy of Medicine

Keynot

e Professor and Former Chair, Department of Biostatistics;
Coordinating Director of the Program in Quantitative Genomics, Harvard T. H. Chan School of Public Health
Empower Scalable Analysis of Large-Scale Whole Genome Sequencing Studies of Common Diseases

9:45- Rae Woong Park, MD, PhD

10:30a

m Director and Professor, Ajou University School of Medicine

Keynot

e FEEDERNET: Evolution of Distributed Research Network in Korea

10:30 — 10:45am Tea Break, Photo



https://ohdsichina.org/2019

Parallel Session

Session I: Genetic Variation and Disease, Chair: Tao Wang (Room

Session Il: Vision on Big Data, Chair: Hua Xu (Room 306)

102)
10:45- | Hongyu Zhao, Ph.D. 10:45 - Limin Wang MD
11:10 11:10
Ira V. Hiscock Professor and Chair, Department of Professor and Director, Division of Surveillance, National
Biostatistics, Yale University Center for Chronic and Non Communicable Diseases Control
o o and Prevention,
Genetic Risk Prediction China CDC
TP IAT R S R ER R IR S B
11:10- | Gang Chen, Ph.D. 11:10- Hongfang Liu, PhD
11:35 11:35
Co-Founder and CEO, WeGene Professor and Division Chief, Mayo Clinic
Integration of DTC Testing and Cohort Study for Population Accelerate digital medicine by advancing informatics and
Genomics at WeGene analytics for clinical excellence
11:35- | Mengchun Gong, Ph.D. 11:35- Jingsong Li, PhD
12:00 12:00

Senior Vice President, Digital China Health and Peking Union
Medical College

High-throughput Phenotyping and Clinical Phenome
Construction in China

Professor, Zhejiang University

Constructing a healthcare Big Data platform in Zhejiang — the
Zhijiang Project
WL SIS = I H - WLET KR 6 8%

12:00 - 1:15pm Lunch

Session I: Single Cell Analysis. Chair: Jian Zhang (Room 102)

Session Il: OHDSI CDM, ETL, and related tools, Chair: Mui Van Zandt (Room

306)

1:15-
2:00

Xuegong Zhang
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1:15-1:40

Christian Reich, MD, PhD

OHDSI co-founder, VP Real World Analytics Solutions, IQVIA
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Global multicenter research in the OHDSI research network
NN 1 HeA TRl i A 15 1 52 0] L/ Some
bioinformatics challenges in the Human Cell Atlas project

2:00- Yingying Wei, Ph.D. 1:40-2:05 | HuiLu, PhD

2:25
T SO G R R Professor and Department Chair, Shanghai Jiaotong University
Flexible Experimental Designs for Valid Single-cell RNA- Combining phenotype and genotype for genetic diseases
sequencing Experiments Allowing Batch Effects Correction analysis

2:25- Zhixiang Lin, Ph.D. 2:05-2:30 | Na Hong, PhD

2:50
Assistant Professor of Statistics, GM of DCHealth Technologies Inc.

the Chinese University of Hong Kong

Converting Lung Cancer Big Data of China to the OHDSI

Jointly modeling chromatin accessibility and gene expression Common Data Model

data with application to single cell genomics T AR OHDST 88 R ol
2:50- Xin Zou, Ph.D. 2:30-2:55 | Buzhou Tang
3:15 _ o

SJTU Institute of Systems Medicine Associate Professor, Harbin Institute of Technology

Noise Reduction Algorithms for Single-cell RNA-seq data NLP for healthcare — are we ready for practice?
interpretation BEST ELARIE 5 4030 — FA T 0 7192

2:55-3:20 | Hua Xu, PhD

Professor, The University of Texas Health Science Center at
Houston

Atlas in Chinese

THERHE D #T-F & Atlas 3R




3:20-3:40pm Tea Break

Session I: Brain Signal Analysis. Chair: Xingming Zhao (Room Session II: Use Cases #1. Chair: Buzhou Tang (Room 306)
102)
3:40- Jianfeng Feng, Ph.D. 3:40-4:05 | YiZhou, PhD
4:25
Professor, Centre for Scientific Computing and Computer Associate Professor, Sun Yat-sen University
Science, Warwick University; Professor and Director, Institute
of Science and Technology for Brain Inspired Intelligence, Deep learning-based predictive modeling of seizure based on
Fudan University EEG data
VR 22 S YEZ NS g > 2
Computational Psychiatry: Depression and Addiction AT IREES A NOBRARA 0 S AU B 70
4:25- Yaohui Jin, Ph.D. 4:05-4:30 | Haoyan Cai, MS
4:50
Professor, School of Electronic, Information, and Electrical Medical Director, SmindU Inc.
Engineering, SJTU
) ) Big Data practice in the psychiatry field in China
Data Warehouse for Brain Project S0 [ 2 B4 T [ S
4:50- Yao Li, Ph.D. 4:30-4:55 | Li Wang, PhD
5:15
Professor Associate Professor, Nantong University
School of Biomedical Engineering, SJTU
) ) Multi-site analysis of drug uses based on NCCD — a case study
'Ifowards_ unravelmg the st_ructural, functlonal and molecular of systemic lupus erythematosus
fingerprints of brain function and disorders FHF NCCD B2 D e HIALE ER 21 BR 25 55 MT - L S B 4T
BEIRIE 1
5:15- Ying Zhu, Ph.D 4:55-5:20 | Xin Zhang, PhD
5:40
P, State Key Laboratory of Medical Neurobiology, Fudan Senior Engineer, Jiangsu Province Hospital, Nanjing Medical
University University
Wired to be Human: Insights from transcriptome analysis




Application and practice of OHDSI-based clinical studies in
China
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5:30—- 6:30pm OHDSI China Committee Meeting (Closed session, by
invitation only)

6/28 Friday

Parallel Session:

Session I: Keynote (Room 102) Chair: Zhangsheng Yu

Session Il: OHDSI Data Analysis. Chair: Na Hong (Room 306)

9:00- Jianging Fan, Ph.D. 8:30-8:55 | Fei Wang, PhD
9:45 Associate Professor, Cornell University
Frederick L. Moore’18 Professor, Princeton University; Analytics with Healthcare Data Big and Small
8:55-9:20 | Lei Liu, PhD
Communication-Efficient Accurate Statistical Estimation Professor, Fudan University
Knowledge graph-based clinical decision support systems
SR S
9:45- Jian Yang, Ph.D. 9:20-9:45 | Yong Chen, PhD
10:30 Professor of Statistical Genomics,
The University of Queensland (UQ); Head, Institute for Associate Professor, University of Pennsylvania
Advanced Research, Wen Zhou Medical University
Deciphering the Genetic Architecture of Human Complex A Communication Efficient Distributed Algorithm for
Traits Regression Analyses with Rare Events
9:45-10:10 | Hua Zhong, PhD

Associate Professor, New York University

Cardiovascular disease prediction for diabetic patients from
longitudinal electronic health record data




10:10- Lixia Yao, PhD
10:30

Assistant Professor, Mayo Clinic

Extracting Kinship From Obituary to Enhance Electronic
Medical Records for Genetic Research

10:30-10:50am Tea Break

Session I: Biostatistics Methodology: Chair: Hanzhu Qian

Session II: Use Cases #2. Chair: Mengchun Gong (Room 306)

(Room 102)

10:50- | Minghua Deng, Ph.D. 10:50- Yuxi Li, MD

11:15 11:15 Attending Physician, The first affiliated hospital of Peking
Professor, School of Mathematical Sciences, Peking University University

Expectation pooling: An effective and interpretable pooling
method for predicting DNA-protein binding

Facilitating clinical research using EHRs: development and
practice of a cardiovascular CDR

FL 08 PO B B DI R 9 0o A8 L) COR AR 5 5K

B
11:15- | Tao Wang, Ph.D. 11:15- Sheng Nie, MD
11:40 11:40 Attending Physician, Nanfang Hospital, National Clinical

Pl, Department of Bioinformatics and Biostatistics, Shanghai
Jiao Tong University

An adaptive independence test for microbiome community data

Research Center for Kidney Disease
Clinical research for kidney disease — from traditional
epidemiology studies to big data platforms

M SR N T I 0F 7 2R B T & BT

11:40- | Emma Zhang, Ph.D.
12:05
Assistant Professor, Management Science, University of Miami

Network Response Regression for Modeling Population of
Networks with Covariates

11:40- Qiong Wang, MS
12:05 BIRHS, EZ LRI, The third affiliated hospital of
Guangzhou Medical University

B= Bt Bchfa T & i i 5

12:05- | féifd
12:30 Professor, School of Data Science, Fudan University
Causal analysis of administrative data

12:05- Qin Ye, MD
12:30 Associate Principal, ZS Associate




Real world data and artificial intelligence — introduction to use
cases

12:30 - 2:00pm Lunch
Session I: Data analysis pipeline for precision Medicine (1) Session Il: OHDSI proposal pitch (Room 306) & SNOMED Session (Room
(Room 102> Chair: Hui Lu 305)
2:00 - 2SR 2:00 - Mui Van Zandt, MS
3:40pm | 5T 1, HRGEAEY G REHE PO EAT 5:00pm Director, IQVIA
Hh ] A= W15 2 B4R 2 OHDSI proposal pitch
AN AH 2:00 - Liara Tutina
HIw 5 H K 5:00pm Customer Relations Executive Asia and Pacific
Identifying new indications of old drugs with integrative "Introduction to SNOMED" (The organization, the community
analysis of omics data and the terminology)
ol Linda Bird
HFzH 1K Head of Education and Product Support
A powerful method for estimation of cancer-driver genes using SNOMED CT Education and Data Analytics
a weighted iterative regression modelling background
mutation count,
24 Zhi Wang, MD
BB, #Hag JEg KA Chief Terminologist & Director of DCHealth Technologies Inc.
Deep learning for proteomics, bioinformatics, and medicine SNOMED CT 7t H [E ¥ Hiu 15 15
Session I: Data analysis pipeline for precision Medicine (1)
(Room 102), Chair: Min Li
3:50- |k
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6/29 Saturday

OHDSI Tutorial (Room 306)

9am — Mui Van Zandt, MS
5pm Director, IQVIA

Christian Reich, MD, PhD
OHDSI co-founder, VP Real World Analytics Solutions,
IQVIA

Lingyi Tang, MS

Hua Xu, PhD
Professor, The University of Texas Health Science Center at Houston




