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Aim: To develop a data-driven framework that can use the OHDSI data network to combine multiple
database perspectives to identify potential new prognostic factors for a specific illness
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Table 2. The prognostic factors identified by applving the framework. known prognostic factors are 1n bold.
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Appetite and general nutritional disorders (Obesity)
‘ Malabsorption conditions
Procedure -Cardiac and vascular investigations (excl enzyme tests)
Venous varices
Mood disorders and disturbances NEC
Ingredient group with parent: ANTIGOUT PREPARATIONS
Iron and trace metal metabolism disorders
Gastromtestinal infections
Bone disorders (excl congenital and fractures)
Autoimmune disorders
Musculoskeletal and soft tissue investigations (excl enzyme tests)

Psychiatric disorders NEC
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to filter useful variables. These new prognostic factors can be —
A reviewed by a clinical expert to gain insight O
g:D Replication: check for variable importance into the mechanism behind the illness progression. g
— consistency by finding all the variables that are ®
E consistent across different dataset models. In future work this study should be replicated across 2
the OHDSI network and the identified potential risk 8
Clinical Review: clinician reviews variables and picks factors could be evaluated using estimation methods
some to be further evaluated to determine whether they are causal or not.
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