The intuitive and interactive Data2Evidence
platform simplifies and accelerates OHDSI
network study workflows

Integrated OHDSI Network Study Design and Execution in DataZEvidence

Running a network study in OHDSI, currently, requires multiple solutions to be set up and for the user to be
technically proficient. We propose a solution that unifies network study design, execution, and result visualization
within a single platform. Using the platform, one can create new studies, review existing ones, and create or
manage metadata such as cohort definitions and study specifications. The execution environment provisioned by

the platform also handles installation of all required modules and dependencies.

Study Design - Notebook Interface Study Design - Graphical Interface

AE o B2 -
' synpufbpct-cache ~ Dataset = Concepts Cohorts Notebooks  Analysis  Account i
/e —_ Treatment Patterns v D O 0 Save Add node Upload results {§}
TreatmentUtilization (Shared) ~ Export Notebook Import Notebook New Notebook
hort_node_O
Id: 2 Name: celecoxi b
show a sample OHDSI Strategus e
¢ r_ohdsi_docker Oac8ldel-8264-4e59-b6f7- ————— specification
T D Disconnect ‘: D
fcac8b26686e ‘—1
: N —- L1 treatment_patterns_node_O
library(Stratequs) e
library(CohortGenerator) DO rareet Conorts
d: 3 Nam
# Step 1 - Cohort Definitions JO cventconort
cohorts_set <- c(101, 102, 103) #
cohortDefinitionSet <- CohortGener |° Exit Coh
- Treatment Pathways Network Study Using ¥/Sten 2 - Detine Shared Respirces L
cgModule <- CohortGeneratorModule$ T
Strategus cohortDefinitionShared <- cgModule
cohortGeneratorModuleSpecs <- cgMo s
generateStats = TRUE -

» Step 1 - Import the necessary libraries

)

ﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂ

Jupyter-style notebook interface serves as the code editor enabling advanced
users to design the study specification in R programming language. The
interface is connected to a customized R kernel bundled with rD2E and the
OHDSI HADES R packages avoiding the hassle of setting up an executable
environment.

Al chat interface is available on the side panel to query a model for the

The graphical interface includes nodes and edges complementing R packages
to enable non-technical users to easily design study specifications through an
interactive drag-and-drop system.

Each node contains adjustable parameters and values representing a specific
function e.g. CohortNode with cohort Id. In addition, the interface provides

cues such as labels and color-codes to define relationship between nodes.

development of the network study.
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All the available studies in the system are
shown as a list. Add existing studies from
OHDSI GitHub developed by other
institutions. Furthermore, execute a study
multiple times on ditferent datasets.

[t] Open viewer

OHDSI ShinyResultAppBuilder is integrated
into the platform to display the results of a
selected network study. The viewer allows
customisation to include only the required
modules that are part of a study.
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