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May 12

Upcoming Community Calls

Collaborator Showcase Brainstorm (Submission Deadline is June 5)

May 19

MEDS (Medical Event Data Standard) & Potential Collaborations with OHDSI

May 26

Workgroup Spotlight: Vocabulary and Evidence Network

June 2

LLM Research Around The World, Session 1

June 9

LLM Research Around The World, Session 2

June 16

LLM Research Around The World, Session 3

June 23

CANCELLED: OHDSI Summer School at Columbia University

June 30

#JoinThelourney

OMOP & OHDSI Research Spotlight




June: LLM Research Presentations

LLM 10-Minute Talks

We are excited to dedicate our first three June el
community calls to the evolving landscape of LLM °
research within our community. While recent

symposia showcased remarkable advancements,

we believe there is a significant opportunity for

deeper collaboration across these ongoing

projects.

We invite you to present your work in a 10- e

minute session on June 2, 9, or 16 by completing S
the interest form below.
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Three Stages of The Journey

Where Have We Been?
Where Are We Now?
Where Are We Going?

T
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Congratulations to the team of Corina Konstantinou,

OHDSI Shoutouts!

Georgia Soursou, Samuel Abimbola, Pantelis
Charisiadis, Angelos Kyriacou, Theofano Modestou,
Michalis Tornaritis, Charalambos Hadjigeorgiou,
Agapios Agapiou, Efstathios A. Elia, George Milis,
Alexis Kyriacou, Lygia Eleftheriou, Zoi Tsimtsiou,

Pantelis Natsiavas, Or Duek, Idan Menashe, Nathalia
Bilenko, Itamar Grotto, Enkeleint A. Mechili, Monica

Guxens, Costas A. Christophi, Constantinos Deltas,

and Konstantinos C. Makris on the recent publication

of Designing a children’s health exposomics study
protocol: The CHILDREN_FIRST multi-country
prospective cohort using multi-omics and
personalized prevention approaches in PLOS One.

PLO\SjQ“- One

L)

Check for
updates

E OPEN ACCESS
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https://doi.org/10.137 1/journal. pone.0326641
Editor: Elma Izze Da Silva Magalhaes, Federal
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Received: June 10, 2025
Accepted: April 1, 2026
Published: April 27, 2026

Copyright: © 2026 Konstantinou et al. This is
an open access article distributed under the
terms of the Creative Commons Attribution
License, which permits unrestricted use,
distribution, and reproduction in any medium,
provided the original author and source are
credited.

Data availability statement: No datasets were
generated or analysed during the current study.

STUDY PROTOCOL

Designing a children’s health exposomics study
protocol: The CHILDREN_FIRST multi-country
prospective cohort using multi-omics and
personalized prevention approaches

Corina K i , Georgia s i ", Pantelis Charisiadis®’,
Angelos Kyriacou', Theofano Modestou?, Michalis Tornaritis®,

Charalambos Hadjigeorgiou®, Agapios Agapiou*, Efstathios A. Elia*, George Milis®,
Alexis Kyriacou®, Lygia Eleftheriou®, Zoi Tsimtsiou’, Pantelis s,

Or Duek?®, Idan Menashe®, Nathalia Bilenko?, Itamar Grotto®, Enkeleint A. Mechili'®,
Monica Guxens™ 12131415 Costas A. Christophi(»"'%, Constantinos Deltas?'™,
Konstantinos C. Makris("1¢*

1 Cyprus International Institute for Environmental and Public Health, School of Health Sciences, Cyprus
University of Technology, Limassol, Cyprus, 2 biobank.cy, Centre of Excellence in Biobanking and
Biomedical Research, University of Cyprus, Nicosia, Cyprus, 3 Research and Education Institute of Child
Health, Nicosia, Cyprus, 4 Department of Chemistry, University of Cyprus, Nicosia, Cyprus, 5 PHOEBE
Research and Innovation LTD, Nicosia, Cyprus, 6 CP. Food Lab, Nicosia, Cyprus, 7 Department of
Hygiene, Social-Preventive Medicine and Medical Statistics, School of Medicine, Aristotie University

of Thessaloniki, Thessaloniki, Greece, 8 Institute of Applied Biosciences, Centre for Research and
Technology Hellas, Thessaloniki, Greece, 9 Ben-Gurion University of the Negev, Beersheba, Israel,

10 Department of Healthcare, Faculty of Health Sciences, University of Viora, Vlora, Albania, 11 1SGlobal,
Barcelona, Spain, 12 ICREA, Barcelona, Spain, 13 Universitat Pompeu Fabra, Barcelona, Spain,

14 Spanish Consortium for Research on Epidemiology and Public Health (CIBERESP), Instituto de Salud
Carlos Ill, Madrid, Spain, 15 Department of Child and Adolescent Psychiatry/Psychology, Erasmus MC,
University Medical Centre, Rotterdam, the Netherlands, 16 Department of Rehabilitation Sciences, School
of Health Sciences, Cyprus University of Technology, Limassol, Cyprus, 17 School of Medicine, University
of Cyprus, Nicosia, Cyprus

n Current address: Department of Basic and Clinical Sciences, University of Nicosia Medical School,
Nicosia, Cyprus

* konstantinos . makris@cut.ac.cy

Abstract

Non-communicable diseases (NCDs) account for ~71% of all deaths globally, includ-
ing 15 million premature deaths each year (deaths between 30-69 years of age).
Instead of waiting until disease manifestation, focusing on the origins of NCDs during
childhood offers a critical window of disease prevention and control. The CHILDREN_
FIRST international cohort observatory study aims to investigate how the
spatio-temporal evolution of the children’s exposome profiles in the Mediterranean
region influences early-life programming of chronic disease risk during the critical
window of susceptibility in primary school years (6—11 years of age). The study
protocol adopts the human exposome framework integrated with a personalized
prevention approach, using multi-omics platforms and advanced machine learning
algorithms implemented across Mediterranean countries, namely Cyprus, Greece,
and Albania. The cohort will consist of children enrolled in the first grade of primary
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Congratulations to the team of Luca Moscetti,
Enrico Calanchi, Elisa Pettorelli, Andrea
Spallanzani, Federica Bertolini, Rossella
Fogliani, Mirko Orsini, Laura Delsante, Monica
Civallero, Roberta Depenni, Katia Di Emidio,

Fabio Gelsomino, Annalisa Fontana

, Federico

Piacentini, Roberto Sabbatini, and Massimo
Dominici on the recent publication of Preparing
real-world data through common data model
harmonization of cancer patient records in the
COMNet platform at the Modena Oncology

Center in Frontiers in Digital Health.

#JoinThelourney

www.ohdsi.org
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a ‘ frontiers
in Digital Health

@ Check for updates ‘
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Luca Moscetti
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distribution or reproduction in other
forums is permitted, provided the
original author(s) and the copyright
owner(s) are credited and that the
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Preparing real-world data
through common data model
harmonization of cancer patient
records in the COMNet platform
at the Modena Oncology Center

Luca Moscetti™*, Enrico Calanchi’, Elisa Pettorelli',

Andrea Spallanzani', Federica Bertolini’, Rossella Fogliani®,
Mirko Orsini®, Laura Delsante®, Monica Civallero*’,

Roberta Depenni’, Katia Di Emidio’, Fabio Gelsomino®,

Annalisa Fontana', Federico Piacentini*’, Roberto Sabbatini' and
Massimo Dominici*®

!Division of Medical Oncology, Department of Oncology and Hematology, University Hospital of
Modena, Modena, ltaly, 2Datariver, Modena, Italy, *Servizio Tecnologie dell'informazione, University
Hospital of Modena, Modena, Italy, “Division of Medical Oncology, Department of Medical and Surgical
Sciences for Children and Adults, University Hospital of Modena, Modena, ltaly, *Department of
Oncology and Hematology, Azienda Ospedaliero-Universitaria di Modena, Modena, Italy

Objectives: The transition from paper medical records to electronic health
records (EHRs) has enabled the extraction of substantial real-world data,
which can support future real-world evidence generation. This study aimed to
convert heterogeneous oncology data from local EHR systems—collectively
referred to as COMNet—into a standardized data model. In particular, the
Observational Medical Outcomes Parthership Common Data Model (OMOP-
CDM) was adopted to harmonize routinely collected clinical data into a
common database, thereby enabling standardized secondary use and large-
scale analyses.

Methods: Demographic and clinical parameters routinely collected at the
Modena Cancer Center were retrospectively extracted from COMNet and
harmonized into the OMOP-CDM through an Extract-Transform-Load
process supported by the European Health Data and Evidence Network
(EHDEN).
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Congratulations to the team of Brenda
Mbouamba Yankam, Fankoua Tchaptchet
Luc Baudoin, Pauline Andeso, Francois
Anicet Onana Akoa, Jean Blaise Ebimbe,
Miranda Barasa, Mbele Onana, Samuel
Iddi, Agnes Kiragga, Bertrand Hugo
Mbatchou Ngahane and the Data Science
Without Borders Project on the recent
publication of Evaluating the impact of
OMOP-CDM on data quality insight
generation in respiratory disease
management in Frontiers in Big Data.
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? frontiers
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OPEN ACCESS

EDITED BY
Tse-Yen Yang,
Taipei Medical University, Taiwan

REVIEWED BY

Rocio Gonzalez-Soltero,

European University of Madrid, Spain
TaChen Chen,

Nihon Pharmaceutical University, Japan
Clair Blacketer,

Janssen Research and Development,
United States

*CORRESPONDENCE

Brenda Mbouamba Yankam
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ruhr-uni-bochum.de;
brendayankam@gmail.com

RECEIVED 14 November 2025

REVISED 17 March 2026

ACCEPTED 23 March 2026

PUBLISHED 10 April 2026
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Yankam BM, Luc Baudoin FT, Andeso P,
Onana Akoa FA, Ebimbe JB, Barasa M,
Onana M, Iddi S, Kiragga A, Mbatchou
Ngahane BH and Data Science Without
Borders Project (2026) Evaluating the
impact of OMOP-CDM on data quality
insight generation in respiratory disease
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COPYRIGHT
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Data Science Without Borders Project.
This is an open-access article distributed
under the terms of the Creative
Commons Attribution License (CC BY).
The use, distribution or reproduction in
other forums is permitted, provided the
original author(s) and the copyright
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original publication in this journal is
cited, in accordance with accepted
academic practice. No use, distribution
or reproduction is permitted which does
not comply with these terms.

PUBLISHED 10 April 2026
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Evaluating the impact of
OMOP-CDM on data quality
insight generation in respiratory
disease management

Brenda Mbouamba Yankam'?*,

Fankoua Tchaptchet Luc Baudoin?, Pauline Andeso?,

Frangois Anicet Onana Akoa'#, Jean Blaise Ebimbe?®,

Miranda Barasa®, Mbele Onana®, Samuel Iddi®’, Agnes Kiragga3®,
Bertrand Hugo Mbatchou Ngahane!® and Data Science Without
Borders Project

*Douala General Hospital, Data Science Without Borders Project, Douala, Cameroon, 2Faculty of
Mathematics, University of Bochum, Bochum, Germany, *African Population and Health Research
Center, Nairobi, Kenya, *School of Health Sciences, Catholic University of Central Africa, Yaounde,
Cameroon, *Douala Gynaeco-Obstetric and Pediatric Hospital, Douala, Cameroon, ®Internal Medicine
Department, Douala General Hospital, Douala, Cameroon, ’Department of Statistics, University of
Ghana, Accra, Ghana, ®Infectious Diseases Institute, College of Health Sciences, Makerere University,
Kampala, Uganda, *Faculty of Medicine and Pharmaceutical Sciences, University of Douala, Douala,
Cameroon

The increasing volume and heterogeneity of patient care data present significant
challenges for comprehensive analysis and the generation of insights, particularly
in specific areas such as respiratory diseases. Standardizing diverse health data
is crucial for enabling large-scale observational research and ensuring data
readiness. The Observational Medical Outcomes Partnership (OMOP) Common
Data Model (CDM) provides a widely adopted standard for harmonizing such
data. However, evaluating the quality of data transformed into the OMOP
CDM format is a critical step before its use in research or clinical decision
support. This study evaluates the impact of the OMOP CDM standardization
process on generating data quality insights for a respiratory disease dataset.
The source dataset was initially paper-based, converted to an electronic format,
and translated from French into English. This historical dataset covers the years
2009-2023 and contains 108 variables and 2,154 records. The data underwent
the standard Extract, Transform, and Load (ETL) process to convert into the
OMOP CDM format. Following this transformation, the quality of the resulting
OMOP CDM instance was assessed. We utilized the Data Quality Dashboard
(DQD) to evaluate the quality of the OMOP CDM database before and after
ETL verification. DQD performs validation checks on the data based on key
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Congratulations to the team of

on the
recent publication of ArcMAP — ML
assisted medical concept mapping
to accelerate NHS data
standardization in Frontiers in
Digital Health.

#JoinThelourney
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in Digital Health
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") Check for updates
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EDITED BY
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REVIEWED BY
Markus Knott,

Klinikum Stuttgart, Germany
Komal Gilani,

Maastricht University, Netherlands

*CORRESPONDENCE

Joseph Cronin
joseph.cronin@arcturisdata.com
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ArcMAP — ML assisted medical
concept mapping to accelerate
NHS data standardization

Joseph Cronin*, Olivia Wiper, Anthony Poncet, Keiran Tait,
Bernard Cooke, Andrew Fry, Janie Baxter and Robert Dirichen

Arcturis Data, Kidlington, United Kingdom

The increasing use of electronic health records (EHRs) for real-world evidence
(RWE) studies is hindered by substantial heterogeneity in data collection
practices and local coding schemes across healthcare providers. Data
standardization—particularly the mapping of locally defined medical concepts
to standardized vocabularies—is therefore a critical but labour-intensive step,
traditionally relying on extensive manual review by clinical experts. While a
range of machine-learning (ML) approaches have been proposed to support
medical concept mapping, their integration into practical, end-to-end
workflows and their performance under real-world conditions remain
insufficiently studied. In this work, we present ArcMAP, an end-to-end
application that integrates a state-of-the-art biomedical representation model
(BioLORD) into a human-in-the-loop workflow designed to streamline and
accelerate medical concept mapping. ArcMAP provides a graphical user
interface that enables clinical experts to efficiently review, validate, and
correct automated mapping suggestions. A core component of the system is
a continuous learning pipeline, in which expert feedback is systematically
captured and used to update the underlying model, allowing ArcMAP to adapt
to evolving coding practices and newly onboarded data sources. We conduct
a comprehensive evaluation of ArcMAP across multiple deployment scenarios,
including the impact of continuous fine-tuning, the onboarding of a new
hospital, and a longitudinal real-world evaluation conducted over a two-
month period using medication and laboratory test data from five UK-based
NHS hospitals. Our results demonstrate the importance of domain-specific
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" owe | Time(en

Wednesday
Wednesday
Thursday
Thursday
Thursday
Thursday
Thursday
Thursday
Thursday
Thursday
Thursday
Friday
Friday
Friday
Monday
Tuesday

Tuesday

Upcoming Workgroup Calls

9 am
10 am
7 am
10 am
10 am
10 am
11 am
11 am
12 pm
1pm
2 pm
11 am
11:30 am
11 pm
9 am
9 am

10 am

Meeting
Tidy R Programming with OMOP
Common Data Model
Europe Community Call
ATLAS/WebAPI
Africa Chapter (ZOOM)
GIS — Geographic Information System
Industry
Themis
Methods Research
Oncology Vocabulary/Development Subgroup
Early-Stage Researchers
Clinical Trials
Steering Group
China Chapter
Vaccine Vocabulary
Oncology Genomic Subgroup

CDM Survey

#JoinThelourney
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The Journey Newsletter (May 2026)

Welcome to the May newsletter, which is filled with insights and outputs from
our recent Europe Symposium as we carry that momentum toward a busy
summer of collaboration. We are officially calling for submissions for the 2026
Global Symposium, so please ensure you share your work by the June 5
deadline to be part of an agenda that is now officially set. This issue also
spotlights two outstanding community members and provides essential updates
on our upcoming events, including the first-ever Latin America Symposium this
July. #JoinTheJourney

Podcast: Europe Symposium,
Global Research Opportunities at OHDSI 2026

moupsi  Om The VA

Craig Sachson Patrick Ryan

In the May 2026 On The Journey podcast, Patrick Ryan and Craig Sachson discuss
the 2026 Europe Symposium, including the weekend workshops and tutorials, as
well as the wide-ranging research presented at the main conference. With the Global
Symposium showcase submission date coming June 5, Patrick discusses the types
of research he is hoping to see presented this October in New Jersey. (/f video does
not appear, please click 'view this email in your browser.)

#JoinThelourney

May Newslette

Community Updates

« Europe Symposium: The recently concluded in
Rotterdam, centering on the theme of "Continuous Collaboration for Living
Evidence Generation." This year’s event saw a record-breaking number of
collaborator showcase submissions and a sold-out crowd on the SS Rotterdam;
our thanks go out to the Erasmus MC team for hosting such a successful
gathering.

+ Phenotype April: Our community made significant strides in Phenotype April,
where leaders from the Phenotype WG hosted focused sessions on live cohort
building and evaluation using KEEPER. You can access all presentations
further down in this newsletter or .

- Global Showcase Agenda: The 2026 Global Symposium was

announced, and it features a trio of community-developed plenaries, as well as
our planned and . Visit our to learn more

about the sessions and activities planned for New Brunswick.

- Global Symposium Showcase Deadline: and the

are now open for the , held Oct.
20-22 at the Hyatt Regency in New Brunswick, N.J. The deadline to submit
your brief report(s) for the Collaborator Showcase is June 5 at 8 pm ET.
More information about the collaborator showcase is available in this
newsletter.
» Maternal Health Fellowship Deadline: The deadline to apply for the second
OHDSI Maternal Health Fellowship is May 15. More details are available in this
newsletter; you can
- Latin America SVmposIurn The first-ever

is coming to Salvador, Brazil, July 30-31, and there is still time to
be part of the program. are being
accepted through May 17. The agenda features workshops on OMOP
essentials and network study opportunities. The organizing committee is
seeking regional stakeholders; please contact or the

to assist.

Europe Symposium Focuses On Collaboration
Opportunities For Evidence Generation;
New OHDSI Europe Website Unveiled

The 2026 OHDSI Europe Symposium welcomed a record number of both
participants and collaborator showcase submissions to Rotterdam, where the
weekend theme was ‘Continuous Collaboration for Living Evidence
Generation'. Following two days of tutorials and workshops, the community
joined together April 20 on the SS Rotterdam for a day of networking, sharing
research, and looking ahead to the potential of a global healthcare surveillance
system developed by the OHDSI community.

My Journey: Liesbet Peeters

In the latest instaliment of our "My Journey" series, Liesbet Peeters (Associate
Professor at Hasselt University) shares how OHDSI provided the "vocabulary® she
needed to tackle the complexities of global health data scale-up. From her deep dive
into the community in 2018 to hosting the OHDSI Europe Symposium and launching
OHDSI Belgium, Liesbet discusses why decentralized leadership and a "network of
thinkers" are the keys to solving the wicked problems in healithcare. (if video does not
appear, please click view this emall In your browser.)

r Is Available

April Publications

Cheng W, YuZ 1

[ jration framework. JAm Med Infovm
Assoc. 2026 Apr 1 33(4) 939-940. doi: 10. 1093/jam|alocaf215 PMID:
41453141; PMCID: PMC13089545.

Kim C, Bu F, Blacketer C, Ostropolets A, Duarte-Salles T, Viernes B, Falconer
T, Pistillo A, Li J, Yin C, Van Zandt M, Nagy P, Nishimura A, Minty E, You SC,
Sawano M, Sawano S, Jeon JY, Aminorroaya A, Dhingra LS, Pedroso AF,
Thangaraj P, Dorr DA, Pratt N, Man KKC, Lau WCY, Morales DR, Khera R,
Schuemie MJ, Ryan PB, ancsak G, Krumholz HM, Suchard MA, Lu Y. B

in older adults with type 2 ¢ . Nat Commun 2026 Apr4 doi:
10.1038/s41467-026-71307-0. Epub ahead of print. PMID: 41935054.

Pignatti F, El-Galaly TC, Kaiser M, Porkka K, Doeswijk R, Mol P, Rivera DR,
Lerro CC, Rohr UP, Verpillat P, Valachis A, Trapani D, Di Maio M, Latino N,
Cordoba R, Cherny N, Koopman M, Martins-Branco D, Pentheroudakis G

Pharmacol Ther. 2026 Apr 119(4) 1080- 1087 doi: 10. 1002/cpt 70213. Epub
2026 Feb 11. PMID: 41669939; PMCID: PMC12997495.

Spotnltz M, Giannini J, Clark E, Oslchega Y, Litwin TR, Berman L.

Us a gra JAMIA Open 2026 Mar7 19(2): uoagOZB dm
10 1093/Jam|aopen/ooa9028 PMID: 41822200; PMCID: PMC12978248.

Du M, Prats-Uribe A, Mercadé-Besora N, Lopez-Guell K, Guo Y, Alcalde-
Herraiz M, Chen X, Delmestri A, Man WY, Duarte-Salles T, Palomar A,
Giuliodori A, Bradadevi¢ E, Jezidzi¢ A, Brauner E, Bruun S, Verhamme K,
Mosseveld M, Brash JT, Vojinovic D, Kaczmarczyk I, Mendez A, Runbeek P,
Prieto-Alhambra D, Burn E, Catala M. Coho fo
jata .EurJ Epldemlol 2026 Apr 3. doi: 10.1007/s10654-025-01352-4.
Epub ahead of print. PMID: 41933108.

Moscetti L, Calanchi E, Pettorelli E, Spallanzani A, Bertolini F, Fogliani R, Orsini
M, Delsante L, Civallero M, Depenni R, Di Emidio K, Gelsomino F, Fontana A,
Piacentini F, Sabbatini R, Dominici M. Pr orid d

platform at the Modena On:o\oqv Center. Front Digit Health. 2026 Apr
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OBSERVATIONAL HEALTH DATA SCIENCES AND INFORMATICS
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2025 Global Symposium ¥ 2026 Europe Symposium 2026 Global Symposium ¥ Github YouTube X/MTwitter Link

Subscribe

May 2026

April 2026

Welcome to OHDSI! Join us at the 2026 OF ,.........
Global Symposiun ..., .

January 2026

The Observational Health Data Sciences and

Informatics (or OHDSI, pronounced “Odyssey’) Registration and the call for participation

Sochrge: T T P P o N A ) SE RN g December 2025
program is a multi-stakeholder, interdisciplinary OPEN for the 2026 OHDSI Global Sympc
collaborative to bring out the value of health which will be held Oct. 20-22 in New Bryi ! Archive
data through large-scale analytics. All our NJ. This event unites hundreds of collaborators
solutions are open-source. to showcase scientific innovations and build
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r 2026 OHDSI Global Symposmm

The

IS open
for the 2026 Global
Symposium.

The submission deadline
iIsJune 5 at 8 pm ET.

ONE MONTH AWAY

#JoinThelourney



)< 2026 OHDSI Global Symposium
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Registration is OPEN for the
2026 OHDSI Global
Symposium, which will be
held Oct. 20-22 in New
Brunswick, N.J., USA.

Tutorials
Plenaries, Showcase
Workgroup Activities

#JoinThelourney

LLM delivers reasonable

predictive perform=""
below simple
but still proi .




% 2026 Symposium Tutorials — Session 1

* An Introduction to the Journey from Data to Evidence Using OHDSI

* AnIntroduction to ATLAS

* Bringing FAIR to Imaging Research with the Medical Imaging OMOP
Extension

e Complex Phenotyping at Scale with and without LLMs Using PhenotypeR

 OHDSI Leadership Storytelling Workshop

* Mastering OMOP: Transforming EHR Data with Practical Strategies, Best

Practices, and OHDSI Integration
#loinThelourney www.ohdsi.org m XO00D @ | 4




W 2026 Symposium Tutorials — Session 2

* Building and Using the OHDSI Evidence Network: From Data Partner to Federated Study
Execution

* From Multi-Modal Data to Real-World Evidence: Hands-on with the Data2Evidence
Platform for OMOP Data Curation and Analytics

* Integrating Geospatial Data Into OMOP CDM

* Introduction to OHDSI Phenotype Development & Evaluation

 OHDSI Standardized Vocabularies on FHIR: A Deep Dive Using the Echidna Terminology
Server

* Using OMOP Model in Registry Context & Clinical Trials Standardization Context:

Conventions, Past Use Cases, SDTM & Regulatory Consideration, Challenges

#JoinThelourney www.ohdsi.org m XO00D @ 4



r 2026 Global Symposium Agenda

8:00 am 8:30 am State of the Community George Hripcsak
8:30 am 9:15am OHDSI Year In Review Early-Stage Researcher WG
9:15am 10:00 am Collaborator Showcase: Posters and Demos (Session 1)

10:00 am 11:00 am Plenary 1: Federated Learning Meets Negative Control Calibration: Toward Reliable Multi-Site Evidence Generation Yong Chen
11:00 am 12:00 pm Plenary 2: Beyond the Defaults: How the OHDSI Community is Adapting, Extending, and Reimagining Its Tools Scott Duvall
12:00 pm 1:00 pm Network & Lunch

1:00 pm 2:00 pm Plenary 3: The role of national initiatives in supporting sustainability, collaboration, and growth of OHDSI Ed Burn

2:00 pm 2:45 pm Collaborator Showcase: Lightning Talks (Session 1) 5 presenters
2:45 pm 3:30 pm Collaborator Showcase: Posters and Demos (Session 2)

3:30 pm 4:15 pm Collaborator Showcase: Posters and Demos (Session 3)

4:15 pm 5:00 pm Collaborator Showcase: Lightning Talks (Session 2) 5 presenters
5:00 pm 6:00 pm Titan Awards, Closing Patrick Ryan
6:00 pm 8:30 pm Dinner on your own

8:30 pm 11:30 pm OHDSI Jam Session Martijn Schuemie

#JoinThelourney m X O ﬂ r@ *



V 2026 Symposium Workgroup Activities

Eyecare and Vision Research, GIS — Geographic Information Systems, Early-
Stage Researchers, Industry, Tidy R Programming with OMOP, HADES Hackathon, Generative Al and
Foundation Models, Phenotype Development and Evaluation, Oncology, Health Equity,
Vocabularies, APAC

Perinatal and Reproductive Health, Waveform, Medical Imaging,
Industry, Tidy R Programming with OMOP, HADES Hackathon, Generative Al and Foundation
Models, Phenotype Development and Evaluation, Oncology, Health Equity, Vocabularies, Rare
Disease

Dentistry, GIS & Waveform Cross-Pollination Meeting, Evidence
Network, Women of OHDSI, Psychiatry, HADES Hackathon, Natural Language Processing, Health
Economics & Value Assessment, ATLAS/WebAPI, CDM Survey, Surgery & Perioperative Medicine

Workgroup Summary Session

#JoinThelourney m X 0 ﬂ r@ *



r 2026 OHDSI Global Symposium

There are opportunities to be |2
both a sponsor and an exhibitor  |fThanks o oursponsorsh.

. Boehringer —_ 4
at the Global Symposium. (W e =10V AR

Johnson&Johnson

¥J GILEAD

Please reach out to m@pam |
symposium@OHDSI.org for “
more information.

#JoinThelourney
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The second OHDSI Maternal Health Fellowship
is designed to train clinical investigators for
improved maternal and neonatal care. This
fellowship offers three key components: Career
Development, Practice, and Networking.

Supported by both the OHDSI community and
the NIH IMPROVE initiative, the program focuses
on training clinical investigators in observational
research methods to enable them to conduct
reproducible research and generate real-world
evidence.

#JoinThelourney www.ohdsi.org

Maternal Fellowship Deadline: May 15

W@ Announcing the
/‘ 2026 Maternal Health

Fellowship

Career Development

» Create evidence from real-

[ ] |.“| world data
« Leverage standard data models

Generate
' for reproducible research .
» Build skills on effective network reproducnble
studies evidence by leading
f Practice multi-institutional

e - Design effective observational studies!
- Q‘ research protocols
" 4 ‘ + Master OHDSI tools

« Write papers & grants

Networking

« Build relationships with mentors & fellow
learners

. . . » Coordinate with colleagues in the OHDSI
af gn % data network, spanning 450 sites

worldwide & 960 million unique patients

Find out more and apply here
by May 15th, 2026 !

[=]
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Registration is open for
the first OHDSI Latin
America Symposium,
taking place July 30-31 in
Salvador, Brazil.

The submission deadline

for the showcase is May
17.

#JoinThelourney

£ bay1

Strategic panels with government,
academia and industry
Thursday, July 30, 2026

& Opening and keynote
Common Data Model for Health Equity: the Role of Latin
America.

Panel 1— Health data interoperability and
standards

Panelists from the Ministry of Health, Bahia State Health
Department, PAHO and Latin American Governments.

oo Panel 2 —The power of administrative data for
health research

Panelists from the Ministry of Health, CONASS, Fiocruz, Latin
American Governments, Industry and OHDS! Global.

o) Panel 3 — The future of interoperability in
healthcare in Latin America
A public-private debate.

Panelists from the Ministry of Health, CONASS, Fiocruz,
private hospitals and Latin American Governments.

ohdsilatam.org

www.ohdsi.org

First Latin America Symposium - July 30-31

£ pay 2

Hands-on workshops and scientific
collaboration
Friday, July 31, 2026

Introductory OMOP CDM workshops

* Introduction to OMOP
« Building cohorts with OHDSI tools

Parallel tracks of specialized workshops

e ETL to OMOP
« Scientific collaboration

Closing

Future perspectives and next steps for the OHDSI Latin
America community.

BXOO@E YW



| | ik
r The OMOP Practitionér;

Data quality . Cohort design . Real-world evidence 2
Expert training . Rotterdam . September 7-9, 2026

Take your OMOP implementation to the next level

¢ 2.5-day hands-on expert training (max. 30 participants)

e Learn study design, validation, execution
e Optional: bring your own ETL + OMOP CDM

What to expect Practical
e Practical OMOP expertise %% 7-9 September 2026
e Concrete CDM improvements ® Rotterdam

e Skills for evidence generation

#JoinThelourney m X 0 ﬂ r@ *



F Opening: Clinical Terminology Scientist

EUROPEAN HEALTH DATA & EVIDENCE NETWORK

9 EHDEN About v Network v Training v Research Contact The EHDEN Project v Q E H D E N
»Foundation

Careers SMFoundation

JOB DESCRIPTION AND SELECTION CRITERIA

The EHDEN Foundation regularly has open positions for example for Epidemiologists and Data Scientist to join the team. These will be posted on this page.

Job title Clinical terminology scientist
# We're Hiring: Clinical Terminology Scientist
Location Online work from Europe
The EHDEN Foundation is looking for a Clinical Terminology Scientist to support our mission to maintain and enhance OHDSI vocabularies, and to improve their quality to A L sal £€45,000 to £75,000 per annum, depending on experience and
improve and accelerate the generation of high quality Real World Evidence (RWE) in Europe and beyond. ULCTEVETIETR qualifications
In this role, you will work with partners, sponsors, and collaborators to support the maintenance and improvement of vocabularies and ongoing RWE studies and related Hours Full time or Part-time
activities; maintain and enhance OHDSI vocabularies, and improve their testing and documentation; improve and increase the maintenance of European clinical/pharmaceutical .
Contract type Fixed-term for 1 year
vocabularies and terminologies, and their interaction with OHDSI vocabularies; and contribute to the development, maintenance, improvement, and validation of computable
phenotypes for the identification of specific cohorts executable across the EHDEN network. More details . Deadline for application: 14/05/2026 Reporting to EHDEN Foundation Board
Feel free to contact the Management Office by email if you'd like more information: Vacancy reference 26/001
Research topic Clinical terminology, vocabularies
EHDEN Foundation web site See website www.ehden.eu

° ° ° ° ° ° ° - - -
Application deadline for this position is e o
SQL programming

IVI 1 4 2 O 2 6 Clinical terminalogies (e.g. SNOMED CT, ICD-10)
a y ’ ° Relational database expertise

#JoinThelourney m X 0 ﬂ r@ “



#HOHDSISocialShowcase This Week

Monday
Anatomical
Location Auto-
check and

Standardization for
Medical Images

(Qingrui Wang, Teri Sippel Schmidt,
Paul Nagy, Blake E. Dewey)

#JoinThelourney

Automated Anatomical
Identification and
Standardization for
Medical Images

TER: Qingrul (Carrie) Wang

INTRO:

+ Imaging technologists record the
scanned body area as DICOM
{0018,0015) Body Fart Examined tag.

+ For secondary use, this label is often

missing/inaccurate, so anatormy-

based cohort queries miss studies or
include the wrong ones.

The OMOP Imaging Extension enables

series-level cohorting, which depends

on reliable anatomy labels,

Goal: Validate and standardize

anatomical labels automatically and

store the result for OMOP-based
analytics.

METHODS

Pipeline

1. Segment organs/structures in CT/MR
with TotalSegmentator.

2. Compare segmentation-derived
anatomy to the DICOM tag
{0018,0015) Body Part Examined.

3. Validate: mark match as comect; flag
mismatch/absent for review.

4, Standardize: map validated anatomy
to SNOMED CT concept IDs/terms.

5. Augment: keep the additicnal
structures found by the model for
future, finer-grained cohorting.

Data

+ Public TCIA sample: 53 series
(12 CT, 40 MR) fram multiple
institutions/scanners across ~16
anatomic regions and diverse
sequences/planes/positions.

Outputs

» Walidated primary anatomy per series.

+ SNOMED concept code & term.

= List of additional detected anatomies
(by madality).

« QC flags for failure/mismatch.

Automatically validate
Body Part Examined in CT/MR
with TotalSegmentator
— SNOMED mapping

planes

lumber spine

¥

Label Quality Check
BHCOM Labol

[ msoors [ eoypurexamena [ wam |

Beain, spinal_cord, vertobesy

J

Stnacture of thormcic
vertital colamn
Stnactung of enbar
vertsbl eolumn
Siructure of convcal
vertstral eoiumn
Hip joint sinucture

Gastrointostinal Tract

STOMACH
[=ete)
BLADDER

Stomach stractine
Coion structure

122496007
122494005

24126001

[
71853001

Urinasry bladder structurs. S5837001

Fright atrial structuen
Lot atriad structus
Aortic: ginatien

Brain it
Adronal stnacture
Liver Sinucture
Kadkny strueture
Parereatic stnuctare
Stnacture of prosaay

AT

TIEH000
82478001

41218000

RESULTS:

» Consistency: 50/53 series matched
between DICOM anatomy and
segmentation,

Autorlabeling: 2 unlabeled series received
reasonable primary anatomies from the
segmanter.

Flagged: 1 series was flagged (model miss
due to peor image quality).

Richer context: additional structures per
series: CT ~70.0 (avg), MR ~15.4 (avg).
Table 1. Automated anatomical identification

and standardization examples
(red indicates a match with Body Part Examined)

Cosn Modatty Soea Sy Stans | SHOLED | SHOMED
. W .
conTe (NE e teiheeds [Pancrostic | o
1w ATE oo o T e,
[ = e s
CT CEsT
E e
| [PELVES W | |
CORTI (M B —
3w [TFEPOST e metch (S evasoos
| |em  lcowtrasr | stetue | |
o e IS RS e SR Lo,
ROy |t prostate]

e Ml : ': Detoctod Sinuctares by Totaiogmontator
.| Temin, G, S WA, Torur e, QAR
gt P s

CONCLUSIONS:
+ A simple, repreducible workflow cleans

Take a picture to

ad tt

> full abstra

and star anatomy rmetadata in
routine imaging.

Improves cohort precision in OMOP-based
studies and enables feature-level imaging
analytics.

FUTURE STEPS:

+ Scale to larger, multi-site datasets.

+ Extend available labels: store multiple
standardized labels per series with finer
granularity.

+ Integrate with OMOF Imaging Extension
for broader, high-recall cohort queries.

<

NS HOPKINS /
JOHNS HOPKIN OHDSI



#HOHDSISocialShowcase This Week

Mapping PROMs to the POTENTIAL SOLUTIONS:
OMOP-CDM: Insights and 13 custom
Lessons from the ICHOM

Hand and Wrist Conditions : : :
u e S a Standard Set and the 1.Use an appropriate concept for the
j ions i _id and "No" (Conc:
e iegps e ™

2.For observations, qualifier_concept_id may
be used to represent negation with

. & Anik Mars To enable the use of PROMs in large- Conis e e o o (e 0
Mapping PROMs to the OMOP- = & e —

In thc context of Value Based Health negation, e.g. “No history of malignant
 tumor of breasl (Concept ID: 457636&4)

CDM: Insi ghts and Lessons from ;g%g;&::;;ggg:::‘.azm scale evidence generation, OHDSI

& PRESENTERS: Lisa Hoogendam

2. Map lhcaclualanswcvs e.g. “never”,
* We compared two independent "~ “sometimes”, “always".

mapping initiatives to identify potential oordinated palrs s (. ¥, for the EQSD-

: soviors e stons o e community standards are needed -
t h e I C H O M H a n d a n d er St PROMs in the OMOP COM framework. y ;2 &‘E’,ﬁ‘a‘.} ‘:f_' m :?l;qm(mmmm

) 13. Considering sending out a questionnaire
METHODS: || 2 encounter and map this to the visit

Conditions Standard Set and the =l 2"s'ering the following questions: ey

ICHOM defines global standard sets of 2. Not explicitly linking the questionnaires to
moments in the care pathway, but
deriving this from time since treatment.

) ients, in 2021 this set w
P RO M 0 P H 20 P rOJ ect st b el How do we capture laterality and temporality in questions? Lk e e e

the OMOP CDM as part of the EHDEN beadded!odeOMOP-CDM (eg.

Lssasbisrpkivma i How do we respresent negative responses? e

when a token exists (i.e., the questionnaire
was sent out). Only answered questions

1 HH H PROMOP H20 Proj ; : . > o
( Lisa Hoo gen da m, Laura Ve rbe ij, Anie k PROMOPIQPiet How do we encode the scale (and direction) of the answer options? from parily) completed PROMsare

across different disease areas, 5 = 3 = . can be calculated based on token_status.
emphasizing PROs. In H20, a core How to link questions to questionnaires (and vice versa)? All questions from all sent out

Markus, Harm Slijper, Adnan Jouned, ke bt v SO

f 207 PROM tions, 147 PROM P 7 A Fiimd ¥
e eI e st T How do we link questionnaires to clinical tracks or pathways? the answer i missing indicate non-

Florian Katsch, Marko Todorovic, Marta TR s "

refined set of core outcomes to the

outcome measures that matter most to

2 Lisa am, Laura ij, Ani

How do we track response rates and completeness? bty oyt b
[ . [ . OMOP-COM. ;lori'as Ka((’sc"h. »;mkq ng:!ovié,hy\;ma
: ern Peradaita, Romain Tching 1 yen,

Ferri Peradalta, Romain Tching Chi Yen, Sy N v b e
2. Reflecting on mapping strategies Stamm, Georg Duftschmid, Renske Los,
L] . After the projects completions, we Ruud Selles

Andreas Kremer, Sofia Bazakou,, Tanja e e ot

) ” and discussed pros and cons of possible T '
solutions to the specific challenges when E; ‘:#; =

Stamm, Georg Duftschmid, Renske Los, SR o o For full reportmmm «3@. ) S
Ruud Selles)

#JoinThelourney
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Wednesday

The Fine Art of Tolerance:
Robustify p-value
Calibration in Observational
Studies with Partially Valid

Negative Control Outcomes

(Bingyu Zhang, Dazheng Zhang, Huiyuan
Wang, Wenjie Hu, Qiong Wu,
Chongliang Luo, Lu Li, Tsai Hor Chan,
Yudong Wang, Martijn Schuemie,
Patrick Ryan, George Hripcsak, Marc
Suchard, Yong Chen)

#JoinThelourney

ialShowcase This Week

The Fine Art of Tolerance: Robustify p-value Calibration in Observational Studies with Partially

Valid Negative Control Outcomes

Bingyu Zhang**®, Dazheng Zhang*<, Huiyuan Wang®<, Wenjie Hu*<, Qiong Wu*+4, Chongliang Luo®, Lu Li**, Tsai Hor Chan®~', Yudong Wang**, Yuru Zhu**,
Ying Lu*<, Martijn ). Schuemie ™, Patrick B. Ryan &, George Hripcsak®, Marc Suchard ¥, Yong Chen*®=<

a The Center for Health Al and Synthests of Evidence (CHASE], University of Pennsybvania, Philadelphia, PA, USA & Cbaervational Health Data Sciences and Bnformatics, New York, NY, USA

b The Graduate Growp in Applied Mathematics and Computaticnal Science, School of Arts and Sciences, University of Pennsylvania, Philadelphia, P, usa  h Global Epidemiology Organization, Johnson & Johnson, Titusville, NI, USA
€ Department of Bio s, Epidemaniogy, and Informatics, Wnéves { Pennsylvania Perelman School of Medicine, Philadel phia, PA, USA | Depariment of Blostatistics, University of California, Loy Angeles, CA, USA
d Department of Biostatistics and Health Data Science, University ttsburgh, Pittsburgh, PA, USA i Department of Biomedical Informatics, Columbia University Irving Medical Center, New York, NY, USA

e Division of Pul Health Sciences, Department of Surgery, Washington University School of Medicine, St.Louls, MO, USA kW and Computing Infra . US Departm. f Veterans AMaies, Salt Lake City, UT, USA

f Bepariment of Statistics and Actuarial Scence, School of Computing and Data Science, The University of Hong Kong, Hong Kong SAR, China
Results

Simulation studies
(a) Type | error control, (b) parameter estimation accuracy, (¢) statistical power

OHDSI

Z PennMedicine

und

- i ntrol luil experiments have become an important tool for addressing
residual bias in real-world data (RWD) (a) oo - - ] el Moo = e -
* An important assumption in current empirical calibration methods: all NCOs are valid o nwata CUTL
= Their true effect size arise from a single, shared normal distribution . . 5 - :
* In practice, some NCOs may be invalid s L | //
= Measurement error, residual confounding, ... ! ] i 4 P
i . / /
. . . . o : g == SSgy ). 7
* Our goal: Robust extension accommodating a dominant cluster of valid controls and a minority 3 H — s #
cluster of potentially invalid ones : i | y /
= — L Biacnns 3
Methods - - ; ; —5-
. . Real-world use case LS o
+ Problem definition: Let y; denote the estimated effect size (e.g., log relative risk) for the i-th NCO, with Data source: :
standard error 5. *+  Penn Medicine EHR data [
* (A1) Two cluster mixture model. We assume that NCOs arise from a two-component Gaussian Treatment comparison: 0 \
mixture, representing either: «  GLP-1RAs vs DPP4is 3 | f \
i /
_ . . Outcome: o / \
* Valid NCOs (“true nulls®): = Cardiovascular events _/ p.
z
¥i~ N, of +5f), o v R
* Invalid NCOs: . ) e “ -
e~ Nz, of +57). ) A Cutcoms Nams AR s € [ " unN
Morrtatal Wi = 1 MO TIGI0N OTARE! S0P 080 DK 100
* (A2) Majority rule. Let w denote the proportion of valid NCOs, assumed to be greater than 0.5 Mo = &30 T200007) 075060100 ¥
oagrbahs aen e LA " 0771000 4o 0 ) T @ Urcalte shed
Mixture model framework: We model the observed distribution of NCO as: O | 500 MY M) 087 MO 080w 21y NN Galieied
3 powrd MACE L7 - OMEO TR0 OMEORORT) 08 D700 W MNN caltrated
2 . 2 & gowd ALK . MOMBOM OONSARON 0K DML
fy0) =m-N(ydus,of +5t)+ (1 =n) - Nyilua, o + i) P A

Conclusions

The proposed MNN framework models NCOs via a two-component mixture, yielding more robust

calibration.

« Diagnostic use: The estimated valid-NCO proportion () can flag issues; low m suggests revisiting NCO
selection or conducting sensitivity analyses

» Multi-site application: In federated studies, MNN can be paired with meta-analytic or hierarchical
calibration to handle heterogeneous NCO quality.

Rooronces

1. Schuemie M), Ryan PB, DuMouchel W, et al. Interpreting obsenvational studies: why empirical calibration is needed to correct
pvalues. Stat Med 2014; 33: 209-218,

2. Schuemie M), Hripesak G, Ryan PB, et al. Empirical confidence interval for | effect
in observational healthcare data. Proceedings of the National Acadermy of Sclences 2018; 115: 2571-2577.

BXOO@E YW

* Model parameters 8 = (,u\.a\z. Mz cr-_,z. m) are estimated using the Expectation-Maximization (EM)
algorithm
+ E-step: posterior probabilities of each NCO being valid are calculated
* M-step: ers are updated to the likelihood given these responsibilities

+ Calibrated p-values: After estimating the distribution of valid NCOs N (&, {), compute calibrated two-
sided p-values for a new effect estimate yy, 4, with standard error s,, ., for a new drug-outcome pair:
[¥ne1 — Ml

-

,4'3:2 + Snaa

Pear =2+

liks n "

studies

Contact: bingyuz7@sas.upenn.edu, ychen123@pennmedicine.upenn.edu
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Understanding Community Needs for ATLAS
Results of the June 2025 OHDSI Feature Use
and Prioritization Survey

Thursday

Understanding
Community Needs
for ATLAS: Results of

the June 2025 OHDSI
Feature Use and

Prioritization Survey
(Christopher Knoll)

PRESENTER: Christopher Knoll

INTRODUCTION:

« ATLAS has evolved over 10 years, growing in
features and complexity. For the 3.0 version, we
wanted to determine features to trim and areas for
improvement. A survey was created to discover
community sentiment and areas of focus,

METHODS
1. We constructed a 5-part survey that was
pi d at OHDSI ¢ ity calls and

implemented with Microsoft forms.

2. We collected frequency and importance responses
from OHDS!I community members.

3. We evaluated graphs to understand frequency and
importance of ATLAS features. Through manual
and GenAl processing, we summarized user
feedback to determine the perceived strengths
and weaknesses of the application.

RESULTS
e o5 —
4 — 11—
;e ! e—
= com -

. — e 2y = =
— = =
— - w

— — i w
— —
— )
— -t
o - -
— m— = )

The survey reached almost 100 people. Overall, this
graph shows higher importance and frequency of
database characterization, vocabulary search, concept
set and cohort definitions. Less used functions were
prediction, bles and feedback. User
feedback cited strengths in core OMOP activities, but
challenges in performance and usability (UI/UX).

+ Top 5 priorities -

Although ATLAS is regarded as a

widely valued tool with broad

.

accessibility that is essential for
cohort work, with global relevance
and broad community support,
challenges include usability for new
users, performance, installation
challenges, documentation and |

feature gaps.

Take a picture to
download the full paper

#JoinThelourney

DALY
datadlife /2

User experience and guidance - UI/UX,
easier onboarding, more guides
Performance - Improvements to speed,
responsiveness, stability

Concept set and cohort creation -~
improvement in fuzzy search, syncing,
versioning, visuals

Interoperability and external connections -
REST API, HADES, Strategus connections

reporting ilities -
explanation for less technical users,
cloudburst chart, cohort pathways and
incidence rates

Long term users of ATLAS find it to be extremely
of very important

< Christopher Knoll, Karthik
Seetharaman
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Data-Driven Identification of Comorbidities and Pharmacological Patterns in M
Patients with Sleep Disorders (\J'

Praveen Kumar', Kristan A, Schneider’, Fariha Moomtaheen', Rajesh Upadhayaya', Scott A, Malec™, Jerermy ), Yang™, Cristian G, Bologa™, Yiliang Zhw', Mauricio Tohen', Gerardo Villarreal™,

<

THE UNIVERSITY OF

® Douglas . Perking’, Elliot M, Fielstein®*, Sharon E, Davis™, Michael E, Matheny™, Christaphe G. Lambert™* N E EX |CO
Flinivarsity of Nw Maxioo, Department of Intemal Medicing, Albugeerger, HM, Usa, Fanberety of Now Maxico, Department of Prychiatry & Behavionl Scendes, L B, LA, A Bew theare Syvem, ’
Aluguergue, NM, USA, “anderbilt v al Conter, informatics, Mashwille, TH, USA, *Tennespee Valley Healthcare System VA, Nashwille, TH, USA
Abstract Results
Sleep disorders are common yet conditions that contribute to poor health outcomes and rising
Y ° ° healtheare costs, In the US, 50-70 million individuals are affected by chronic sleep or 45 disorders, with i Component 1 Component 2 Component 3 Compaonent 4
sleep apnea alone estimated to cost over 5150 billien annwally. identifying at-risk individuals is critical to reducing the health and 3. Gther Cheoes Fain B, Sadum chioride 3 MG B Sadum chioride 7 MG L. Luencal (iman) yperirion
. . . N B . 2. Aty O - PR —— 2. Pantamyt I Wiperipdema, g
- I I v n n I I I n econamic burden of sleep disorders, Mowever, most prior research has relied on supervised learning approaches that treat o e e it |3 Mt H s e e ot omatcsion
pathents without dlagnosis codes as negative cases. This assumption everlooks the realites of underdiagnosis and undercoding in Tuophagitn &, Propotal 10 MG & Mol & Riheroucierota heart dense of rat coronany
electeonic health recards (EHR), thereby limiting predictive accuracy of supervised models. In this study, we ¢ aimed to characterize i e ORI | somvedibmiohog i s T o T e e
the clinical profiles of patients diag d with sleep disorders to support the id af undi Using the Wrrignfued 7. Potnisum chioride 0 MG Dxtended 7. Gedarrietron B Wined byperiicermis
i " 6 2N Ondasetron Tk Releaie Oral Tablen B o T Gritrersephiges el dene mithed
. o o Al of Us EHR dataset mapped to the OMOP Common Data Model, we identified 83,610 patients diagnosed with sleep disorders. H hod Absdoerieud Pain B Dxghenbydramive hydrochionde SOMG 9. LOML sodven (loride § MG esophptn
From their records, we extracted 41,068 unique conditions and medications documented prier to diagnosis. We then applied £ Corvaaign 9. Caliuem chicwide 00018 MEQ 10, Midacslem § MG B Shormews of breath
nen-negative matrix factorization (NMF) to the patieat-covariate matdx to find Latent camrmdny .md drug e:;wsum pattErng, B Adeaminoghen 115 Mg 10 §aL ‘MG 1L MIRMGOral Tibiet 5. Ol pain, usapeniifind
led four clinical ul 1) chy " 1 Couwh 1 "G 12 10 Type 2 cubetes meines with ypegeema
The analysis revealed four dinially meaningful components: (1) chronic pain, andety, & Pr ™ 12, Kartoroiac romethaming 304G 10, Cwycodons ceochionde SMGOrM 11 Adorwgtatin 60 MG Oral Tabiet
(2-3) perioperative and pai drug exp , including ics, epioids, sedatives, and antiemetics; and L] BE 2N Fantam 005 g 1. Mhorphine sulfste £ WG Tabias 32 Pure ypercholevserpiems, st
L N s sk X iy 1L Gthar i u Eromice 30 1 1 PO —r— i Tad
cardicmetabolic conditions swch as hypertension, diabetes, obesity, and hyperlipidemia, These findings demonstrate that NMF can bl 3,,, :::, Pl Sk 1 '.;‘:m,f,,m“,m - 18 ::‘;x;, ooy ,: 3’.‘,’:‘.’9 .,.-“:, ._,..,:.,m.f‘ -
uncover pre-diagnosis profiles among patients with sleep disarders, offering a sealable framewerk for early detection of at-risk S Atute Upger Reysratory Infection, Unpeafied 14 Wipcthynatam, unpected
individuals and enabling timely intervention to reduce the bong-term burden of sleep disorders. Tabhe 1. with L g " ML " B AR B 85 B AL L i A

Pharmacological Patterns in
Patients with Sleep

Disorders

(Praveen Kumar, Kristan A Schneider, Fariha
Moomtaheen, Rajesh Upadhayaya, Scott A.
Malec, Jeremy J. Yang, Cristian G. Bologa,
Yiliang Zhu, Mauricio Tohen, Gerardo
Villarreal, Douglas J. Perkins, Elliot M.
Fielstein, Sharon E. Davis, Michael E.
Matheny, Christophe G. Lambert)

#JoinThelourney

Background

Sleep is a fundamental biclogical activity essential for overall health and well-being. SuMficient, uninterrupted sleep is critical for
maintaining both physical and mental health. Insufficient or disrupted sleep can have detrimental effects, leading to a range of
physical and mental health conditions™, Sleep disorders (such as insomnia, sleep apnea, hypersomnia, sleepwalking, and
nightmares) are conditions that affect the timing, quantity, er quality of sleep and are linked to an increased risk of numercus
health problems, including depression, obesity, type 2 diabetes, heart discase, dementia, and certain canters™™, Sleep disorders
are among the most prevalent yet often overlooked health concerns. It is estimated that 50-70 millien Americans suffer from
chronic sheep o wakefulness d.mﬁ' *, and over 100 million Americans of all ages report nat getting sufficient sleep®, Each year,
hese sleep-related condi if Iy to national health costs. For instance, in the US, the annual cost related
o undiagrosed sleep apnea alone i esuma:ed o amount to $150 billion; this figure does not include additional coms associated
with health problems, productivity boss, and accidents, highlghting sleep disorders as a significant public health concern,

Given the substantial health and economic burden of sleep disorders, identifying at-risk individuals is essential to mitigate serious
health consequences. Existing research has primarily relied on supervised elassification methods to predict sleep dicorders™",
These methods typlcally treat uncoded patients as negative examples in machine learning (ML) models. However, the absence of a
diagnosis code in a health record does not necessarily mnpty that the persan is free of the condition as underdiagnosis,
data capture, and vari, incl tation practices are prevalent across healthcare data.

In this stwdy, our objective is to characterize the clinical patterns of patients diagnosed with steep disorders, enabling us to kdentify
individuals at risk who may be um’iasnnsm and share similar profiles. Specifically, we aim to identify common comorbidities and

dicati among individuals di d with any type of sleep disarder by employing the non-negative matrix Tocluwatlun
[NMF) algorithm®, This approach could ultimately facilitate timely i igns thereby p ing severe
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Discussion and Conclusions

» NMF, an uMupcrwv:d approach, is well-suited to health data without labeled negatives, enabling discovery of latent patterns of
and

with sleep disorders,

Materials and Methods

Data Source: All of Us electronic health records (EHRs) data mapped to the OMOP Commaon Data Model®.
Sleep disorder phenotype: G47* [physiological or medical origin] and F51* (psychological or behavioral origind.
Covariates: Conditiens (ICD-10-CM codes enly) and Drugs (RxNorm codes).

Figene 13 S0 10 peraraty Compnriand Sinia Row (58] matris for the ussopprvined method, Neak

* ML method: Unsupervised algorithm, NMF. NMF factorizes a

non-negative  nxmematrix X intoe  two  lower-rank  #X = WH wah W e R and i ¢
ROM-REgAtive matrices; a basis matrix W (axk] and 2
coefficient matrix H (kxm), such that Xe=lWH, where
k€ min(n, m)is the number of latent compontnts.

NMF reconstruction error was used for the selection of
number of components, k.

=, the recontrudtion error i

X - WH \L‘)_:[z., (WH)
i

i=h gl

1 b for a given condition.
. ,o.u 4 NMF components revealed clinically interg
diagnosed with sleep disorders.
Studies have found that chronic pain and mood disorders (anxiety, depression)’, cardiometabolic conditions (hypertension,
hyperiipidemia, diabetes, obesity, cardicvascular disease]’’, and exposure to opioids (fentanyl, morphine), sedatives (midazolam, propofol).
and opioid antagoniss (naloxone) are associated with poor sleep quality and increased risk of deep disorders'®,
tdentifying common conditiens and medications in diagnosed patients can help detect undiagnosed individuals at high risk for sleep
disorders, enabling earlier intervention to prevent severe sleep-related problems.
While we applied NMF only to conditions and medications in this study, the methodology can be extended to include other OMOP
semantic domains, such a5 procedures, obsenvations, and measurements.

patterns of pre-diagnos ditiens and CXPOSUIES in patients later
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/ PRHeG Work Group
Perinatal & Reproductive Health Group
OKR’s 2026

OBSERVATIONAL HEALTH DATA SCIENCES AND INFORMATICS




PRHeG OKR #1 2026

Use the OHDSI Evidence Network to summarize pregnancy-related data
assets, studies, and participation across the network.

e Key Results

— ldentify participating data partners contributing pregnancy-related data by
drafting a proposal to the Evidence Network

— Produce standardized summary tables and visualizations describing the
pregnancy network and potential data sources for pregnancy research

Leads: Rupa Makadia
Supporting contributors: Allison Callahan, Stephanie Leonard, Cynthia Sung

Timelines: Q2
Progress Notes: Shared the framework/idea with the Evidence Network; need to draft proposal and bring back to

the group




/< PRHeG OKR #2 2026

Objective Transform U.S. Birth Certificate data into a high-quality,
research-ready OMOP CDM asset that accelerates maternal health insights and

enables immediate use by investigators.

e Key Results
— Complete end-to-end ETL of 2021 U.S. Birth Certificate data into the current OMOP CDM.
— Publish documentation and data dictionary and enable the Maternal Health Research Fellowship (JHU)

— Produce a standardized characterization report (counts, completeness, and distributions for core maternal
and neonatal domains such as maternal age, parity, gestational age, birth outcomes) through the
Maternal Health Research Fellowship (JHU)

— Generalize and re-run the ETL for at least one additional year (e.g., 2020 or 2022) using the same pipeline.

Leads: Cynthia Sung

Supporting contributors: Sean O’Rilley, Paul Nagy, Hayden Spence, Stephanie Leonard
Timelines: Q2/Q3

Progress Notes: ETL has started, data transfer to JHU servers in progress




< PRHeG OKR #3 2026

Support, mentor, and integrate Maternal Health Data Science Fellows
into PRHeG and OHDSI research activities.

e Key Results
— Establish structured mentorship, office hours, or working sessions
— Engage fellows in active PRHeG studies, protocols, or phenotype development

— Co-develop fellow-led deliverables (presentations, study packages, manuscripts,
or tutorials)

Leads: Sean O’Reilly
Supporting contributors: MHF Faculty

Timelines: Q3/Q4
Progress Notes: Fellowship applications are in progress, fellows start in the Fall, starting monthly meetings with

faculty




&

/5 PRHeG OKR #4 2026

Deploy the submitted pregnancy algorithm in claims data through the OHDSI Evidence
Network and evaluate its integrity, usability, and performance across diverse data sources,
establishing confidence in its applicability for network-wide pregnancy research.

* Key Results

— Write a protocol to deploy the pregnancy algorithm within the OHDSI Evidence Network using
claims-based OMOP CDM data across multiple participating sites.

— Evaluate algorithm integrity by assessing completeness, internal consistency, and face validity of
identified pregnancy episodes across data sources.

— Summarize cross-site findings and lessons learned (e.g., summary tables, diagnostics, and
documentation) and draft manuscript for publication.

Leads: JHU Maternal Health Fellows

Supporting contributors: PRHeG working group/ MHF faculty
Timelines: Q4/Q1 2027

Progress Notes:




Live birth OHDSI PhenotypelLibrary GitHub repository.
https://github.com/OHDSI/Phenotypelibrary/blob/main/
inst/cohorts/1433.json

Stillbirth OHDSI PhenotypeLibrary GitHub repository.
https://github.com/OHDSI/Phenotypelibrary/blob/main/
inst/cohorts/1432.json

Ectopic Pregnancy OHDSI Phenotypelibrary GitHub
repository.
https://github.com/OHDSI/Phenotypelibrary/blob/main/
inst/cohorts/1431.json

Miscarriage or abortion OHDSI Phenotypelibrary GitHub
repository. https://github.com/OHDSI/Phenotypelibrary/
blobl/main/inst/cohorts/1434.json

Phenotypes for Pregnancy Cohorts

Identification and dating of pregnancies in administrative healthcare claims
databases: An updated, transparent, and transportable algorithm

Rupa Makadia’, Erica A. Voss', Joel Swerdel, Jill Hardin!, Amir Sarayani?, Alexis A.

Krumme', Kourtney J. Davis?, Patrick B. Ryan?, Melanie H. Jacobson*
1Johnson & Johnson, Raritan, NJ
Running Title: Identifying and dating pregnancies in administrative claims

Keywords: Pregnancy, administrative claims, ICD, electronic healthcare data, real world
datc—i

Manuscript Submitted and In Review!!
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OKR Progress/ Meetings

If anything sounds exciting, we would love to have
you join! Each OKR will have its own workstream
and then monthly calls are dedicated to topics to
share and progress on our OKR's.

Please reach out to makadia@ohdsi.org OR join our
working group!



mailto:makadia@ohdsi.org

The weekly OHDSI community call is held

every Tuesday at 11 am ET.

invited!

Everybody is
ks are sent out weekly and available at
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